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In the original publication of this article [1], the authors 
missed to include the following statement “the Basic 
Research Program through the National Research 

Foundation of Korea (NRF) by the Ministry of Education 
(NRF-2021R1I1A2049607)” under funding section.

The updated Funding statement are presented with this 
correction article. The original article has been corrected.
Funding
This study was provided by the Korea Institute of Marine 
Science & Technology Promotion (KIMST) funded by 
the Ministry of Oceans and Fisheries, Korea (20210466), 
the Basic Research Program through the National 
Research Foundation of Korea (NRF) by the Ministry of 
Education (NRF-2021R1I1A2049607), and the Govern-
ment-wide R&D to Advance Infectious Disease Preven-
tion and Control, Republic of Korea (HG23C1623). This 
research was also supported by Basic Science Research 
Program through the NRF by the Ministry of Education 
(RS-202300249142) and by a Novo Nordisk Foundation 
PAD award to CBL (NF22SA0082041). In addition, this 
research was supported by the Basic Research Program 
through the NRF grant funded by the Korean govern-
ment (MSIT) (2023R1A2C2006105) and the Institute 
for Basic Science (IBS) (IBS-R801‐D9‐A03), Republic of 
Korea.

The original article can be found online at https://​doi.​org/​10.​1186/​s12985-​
024-​02532-6.
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